. Principal Component Analysis (PCA) showed that the largest, unbiased difference in the IPF-Healthy dataset is between the IPF and healthy groups, with comorbidities in the IPF patients having little effect. (a) A PCA model based on all 1129 measured blood proteins captured 27.26% of the total variance in the data, with PC1 explaining 14.16% of the variance and PC2, 13.10%. In this model, the healthy patients score in the negative region of PC1, and the IPF patients score mostly in the positive area of PC1. IPF patients with GERD do not cluster together within the IPF group; these patients are mixed evenly with the IPF patients who do not have GERD. (b) Similarly, when looking at IPF patients with obstructive sleep apnea (OSA), it can be seen that these patients are spread throughout the IPF grouping in the PCA and do not form their own cluster. The main difference in this PCA model is still between the healthy and IPF patients. 
